Introduction
respectively) for this study. Details of all sample locations are given in Supplementary Figure   126 1.
127
In addition, four dhole blood samples were also collected as reference samples from Tadoba- for all field-collected faeces using the methods described in Modi et al. [27] . Further PCR 189 reactions were conducted using the earlier standardized protocols with 1 µl of faecal DNA.
190
Negative controls were included to monitor contaminations.
191
For faecal samples, data validation was performed through a modified multiple-tube approach 
